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peak on a lipid sample related background, q-values are in reciprocal manometers and are very precise. The simulation scattering intensity was calculated using the formula
where f i is the scattering factor of a coarse grained bead i (for chain beads scattering factors were calculated like for carbon atoms, using Cromer-Mann fit). The sum goes over all pairs of beads (excluding the self-term) in the periodic cubic cell of size L and is evaluated at q lmn = 2π L √ l 2 + m 2 + n 2 for a system with periodic boundary conditions. Only x and y components of the distance r i j are used. The step size along q is defined by the system size L. Both experimental and simulation scattering functions show the chain-correlation peak at about 14 nm 
Bilayer thickness change upon dehydration
Here we present data points related to Figure 5 . 
